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Additional Supporting Information may be found in the online version of this article.  
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E Rungger-Brändle et al. Table III 
Table SIII. Target explorer analysis of known functional Pax6 binding sites 
 
Ref Site Sequence Assay Target Explorer 




















































































































































































































*Analyzed by Target Explorer (Sosinsky et al., 2003, ref. in article) using our weight matrix based on Pax-binding motifs (Epstein et al., 1994, 
ref in article). 
Italic : false positive or false negative motifs.  
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